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Correction to: Parasitology Research 117(4): 995-1011
https://doi.org/10.1007/s00436-018-5776-z

The phylogenetic tree (Figure 7) in the published document has
incorrect Bayesian analysis posterior probabilities. This error pre-
vents accurate analysis by future research in parasitology. The
figure is therefore replaced by the corrected figure below.

The online version of the original article can be found at https://doi.org/
10.1007/s00436-018-5776-z
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Fig. 7 Consensus phylogenetic tree of Dactylogyrus spp. estimated by
Bayesian analysis of gene sequence data of ITS1. Cichlidogyrus irenae
Gillardin, Vanhove, Pariselle, Huyse and Volckaert, 2011 (Genbank No.
KT692939) was used as the outgroup sequence. Nodal support is shown
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by bootstrap percentages from the parsimony analysis (above) and
Bayesian posterior probabilities (below). Sequences in bold are acces-
sions from this study
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