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Correction to: �International Journal of Clinical Oncology  
https​://doi.org/10.1007/s1014​7-019-01494​-y

In the original publication, part d of Fig. 2 was mistakenly 
not included. The corrected Fig. 2 is given in this Correction.

Also “MLH1, MSH2, MSH6, PMS2” in legend of Fig. 2 
are not to be italicized.

The section, “Effectiveness of immune check point block-
ades and a hypermutable state (high tumor mutation bur-
den)” should read as:

Effectiveness of immune check point blockades and a 
hypermutable state (high tumor mutational burden).

The original article was corrected.

The original article can be found online at https​://doi.org/10.1007/
s1014​7-019-01494​-y.
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d. PMS2

Fig. 2   Structure of mismatch repair proteins: a MLH1, b MSH2, c 
MSH6, d PMS2
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