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An error occurred in the labelling of Fig. 3, where math
symbols for SUV thresholds were inverted in panel b when
the EARL threshold was applied to the PSF dataset and vice
versa. This figure should read as follows:

The online version of the original article can be found at https://doi.org/
10.1007/500259-018-4151-8
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Fig. 3 Prognostic value of tumour SUVmax. Overall survival Kaplan Use of the PSF and EARL SUVmax cutoff values switched across
Meyer curves according to different scenarios. a Use of the optimal datasets. ¢ Use of the PSF and EARL SUVmax cutoff values on a
PSF and EARL SUVmax cutoff values on their respective datasets. b simulated multicentre dataset
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