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The authors regret there was an error in the mutation listed on page one, column two, line 9 of their article. The correct sentence should
have read:

Unexpectedly, a mutation in Rv0678 (Ile64fs, G deletion at 193) was also observed, which has been associated with phenotypic
bedaquiline resistance via increased expression of the MmpL5-MmpS5 efflux pump [2].

The incorrect sentence read:

Unexpectedly, a mutation in Rv0678 (Ile68fs, G deletion at 193) was also observed, which has been associated with phenotypic
bedaquiline resistance via increased expression of the MmpL5-MmpS5 efflux pump [2].

The authors would like to apologise for any inconvenience caused.

DOI of original article: http://dx.doi.org/10.1016/j.jgar.2018.09.006
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