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A B S T R A C T

The quality of grapevine berries, must and wine is influenced by environmental and viticultural inputs and their
complex interactions. Aroma and flavour are decisive for quality and are mainly determined by primary and
secondary metabolites. In particular, phenolic compounds contribute to berry and wine quality. The influence of
various nitrogen forms on i) the composition of phenolic compounds in leaves and wine and; ii) the resulting
wine quality were studied in a vineyard system. Must and wine quality was evaluated by chemical analysis and
sensory testing. Metabolomic profiling was also performed. Aroma and sensory profile were significantly
changed by the application of nitrogen in contrast to no nitrogen fertilisation. The levels of 33 metabolites in
leaves and 55 metabolites in wine were significantly changed altered by fertilisation with the various nitrogen
forms. In leaves, more metabolites were increased by the use of calcium nitrate or ammonium but were de-
creased by the use of urea. In terms of wine, the used nitrogen forms decreased more metabolites compared with
no fertilisation.

1. Introduction

From an economic point of view, the grapevine (Vitis vinifera L.) is
one of the most important fruit species cultivated worldwide because of
their numerous uses in the food production industry, such as grape
juice, wine and other beverages (Ali et al., 2009). The quality of the
grapevine and its resulting juice and wine is determined by several
organoleptic properties, which are attributes of grape variety, fermen-
tation conditions, terroir, environmental and viticultural inputs and of
the complex interaction of these factors (Jackson and Lombard, 1993;
Alañón et al., 2015). Aroma and flavour are decisive quality traits that
are mainly determined by primary and secondary metabolites. Primary
metabolites, which include sugars, amino acids, biogenic amides,
polysaccharides, alcohols and organic acids, are directly involved in the
growth, development and reproduction of grapevines. Secondary me-
tabolites comprise a large selection of species-specific chemicals with
more than 85 000 compounds. One of the major representatives of these
secondary metabolites in grapevines are phenolic compounds
(Verpoorte, 2000; Ali et al., 2009). Phenols are the most important
contributors to fruit and wine quality, especially for sensory properties
astringency and, to a lesser extent, bitterness (Mazerolles et al., 2010).
Their range and concentrations are important determinates of flavour
and aroma (Jackson and Lombard, 1993). Phenolic compounds also

affect flavour, appearance, taste, mouth-feel, fragrance and colour, all
off which also define the aroma bouquet of a wine. In addition to their
organoleptic properties, phenols provide protection against environ-
mental challenges (Teixeira et al., 2013) and are the main substrates for
juice and wine oxidation (Jackson, 2008; Kennedy, 2008; Keller, 2010).
Phenols are often present in the leaf epidermis, whereas in the berry,
phenolics are mainly produced in the skin and seeds and are influenced
by the grape variety, the vinification process, and the degradation and
polymerisation that occurs during wine ageing (Winkel-Shirley, 2002;
Keller, 2010). The major phenolic compounds in grapevines are the
flavonoids such as flavones, flavonols, flavanones, flavan-3-ols and
anthocyanins and the non-flavonoids such as phenylpropanoids, vola-
tile phenols and stilbenes (Jackson, 2008; Teixeira et al., 2013).

Nitrogen (N) is an important nutrient both for grapevine growth and
for berry quality formation. The N status of a grapevine influences the
composition and concentration of the quality components of the berry
and, therefore, contributes mainly to wine quality (Bell and Henschke,
2005). Agricultural practices such as N fertilisation can also affect the
accumulation of secondary metabolites (Downey et al., 2006; Jezek
et al., 2018). Phenolic compounds and aroma precursors are especially
influenced by variations in N supply to grapevines (Choné et al., 2006;
Portu et al., 2015a). Field trials in vineyards are necessary to evaluate
these processes properly and in detail.
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Metabolic profiling is a method for the identification and quantifi-
cation of as many pre-defined small molecule metabolites as possible
occurring within a system, and generally associated with a specific
metabolic pathway, whereas metabolic fingerprinting is a high-
throughput screening tool for samples each having a different biological
status or origin (Dunn and Ellis, 2005; Cozzolino, 2016). Grapevine
metabolomic studies can be used to provide insights into a wide domain
of flavour and aroma components in berries and wine or in their as-
sociated grapevine physiology. Moreover, changes can be identified in
phenolic compounds and their related shikimate or phenylpropanoid
pathways based on agricultural practices.

The little information that is available, concerning the impact of
different N forms in the vineyard system and their effect on the
grapevine metabolome of leaves and wine is conflicting. Furthermore,
data on phenolic compounds and their effect on aroma and flavour
composition are rare. We have studied the influence of various N-forms
such as calcium nitrate, ammonium and urea in a vineyard experiment
with grafted grapevines, namely Vitis vinifera L. cv. Regent on rootstock
cv. SO4. Our metabolomic fingerprint analysis of grapevine leaves and
wine provides a first overview of the way in which many phenolic
compounds can be detected and influenced by N supply. Not only have
must and wine quality been analysed, but also a sensory profile for the
resulting wine was conducted. The influences of various N-forms on i)
general phenolic compounds in leaves and wine and; ii) wine quality
have been investigated in this study.

2. Materials and methods

2.1. Plant growth conditions and experimental design

Field experiments run from June 2015 to October 2016 in a vine-
yard located at the campus of the University of Hohenheim, Stuttgart,
Germany (Long. 48° 42′ 29.149″N Lat. 9° 12′ 42.25″E). Grapevines with

good resistance against powdery and downy mildew, namely Vitis vi-
nifera L. cv. Regent, were grafted onto the rootstock SO4 (Selection
Oppenheim 4). Vines were spaced 1.40m within the row and 1.80m
between rows. The experimental design of the vineyard was a fully
randomised block design with 16 blocks in total; these were divided
into four treatments and four biological replications. Each block con-
sisted of four grapevines. The treatments consisted of three different N
forms; calcium nitrate (Ca(NO3)2), ammonium sulfate ((NH4)2SO4) and
urea (CH4N2O). In the cases of ammonium sulfate and urea, nitrifica-
tion inhibitors (SKW Stickstoffwerke Piesteritz GmbH, Lutherstadt
Wittenberg, Germany) were employed. The fourth treatment lacked N
and was considered as the control. The following abbreviations are used
throughout: calcium nitrate (CaN), ammonium (AM), urea (UR) and
control. All N forms were applied in liquid solution, with same amount
of water without N being applied to the control. The applied N amount
was 60 kg N ha−1 and was calculated with regard to the block size
(35.3 m2). Treatment occurred in June 2015 and May 2016, at BBCH
stage 53.

2.2. Leaf harvest for metabolite profiling

Samples were collected on 15th October 2016, one day after the
grape harvest. In all 16 plots, one whole cane at the two-year-old shoot
was chosen from four vines each. At this shoot, the youngest fully ex-
panded leaves in a healthy and green stage where harvested and im-
mediately frozen in liquid nitrogen. For further analysis, samples were
ground up under liquid nitrogen and stored at −80 °C.

2.3. Juice and wine samples

Vitis vinifera L. cv. Regent grapes were harvested by hand-picking on
25th September in the experimental year 2015 and on 14th October in
the experimental year 2016. Because of the technical requirements of

Table 1
Oenological parameters of the four experimental musts in response to three different N-forms (CaN, AM, UR) and a control during the two experimental years 2015
and 2016. Capital letters indicate significant differences between the two experimental years 2015 and 2016; lower case letters indicate significant differences
between the different N-forms and the control. Data are adjusted means ± SE (n= 4); MIXED MODELS p≤ 0.05.

Treatment pH Total acid [g L−1] Tartaric acid [g L−1] Malic acid [g L−1] Must weight [° Brix]

2015 A
CaN 3.39 ± 0.06 a 7.33 ± 0.18 5.87 ± 0.21 4.61 ± 0.13 21.3 ± 2.08
AM 3.26 ± 0.05 ab 7.61 ± 0.18 5.78 ± 0.21 4.89 ± 0.13 21.5 ± 2.10
UR 3.22 ± 0.05 b 7.61 ± 0.17 6.01 ± 0.21 4.81 ± 0.13 21.0 ± 2.17
control 3.24 ± 0.05 ab 7.69 ± 0.18 5.80 ± 0.21 4.86 ± 0.13 21.0 ± 2.11

2016 B
CaN 3.56 ± 0.06 5.90 ± 0.18 2.07 ± 0.21 2.83 ± 0.13 b 23.8 ± 2.16
AM 3.57 ± 0.06 5.85 ± 0.18 2.01 ± 0.21 3.52 ± 0.13 a 24.0 ± 2.09
UR 3.52 ± 0.06 5.84 ± 0.18 2.20 ± 0.21 3.49 ± 0.13 a 23.8 ± 2.14
control 3.59 ± 0.06 5.84 ± 0.18 2.13 ± 0.21 3.41 ± 0.13 a 23.8 ± 2.06

Table 2
Oenological parameters of the four experimental wines in response to three different N-forms (CaN, AM, UR) and a control during the two experimental years 2015
and 2016. Capital letters indicate significant differences between the two experimental years 2015 and 2016; lower case letters indicate significant differences
between the different N-forms and the control. Data are adjusted means ± SE (n= 4); MIXED MODELS p≤0.05.

Treatment pH Total acid [g L−1] Tartaric acid [g L−1] Malic acid [g L−1] Lactic acid [g L−1] Alcohol [g L−1]

2015 A
CaN 3.1 ± 0.1 6.5 ± 0.4 2.0 ± 0.04 ab 3.1 ± 0.11 0.88 ± 0.1 83 ± 4.4
AM 3.1 ± 0.1 6.6 ± 0.4 1.9 ± 0.04 b 3.4 ± 0.12 0.85 ± 0.1 87 ± 4.6
UR 3.0 ± 0.1 6.5 ± 0.3 2.1 ± 0.04 a 3.5 ± 0.12 0.79 ± 0.1 81 ± 4.3
control 3.1 ± 0.1 6.6 ± 0.4 2.0 ± 0.04 ab 3.3 ± 0.12 0.81 ± 0.1 85 ± 4.5

2016 B
CaN 3.6 ± 0.1 5.3 ± 0.2 1.4 ± 0.04 b 2.9 ± 0.12 b 0.86 ± 0.1 a 110 ± 5.8
AM 3.6 ± 0.1 5.4 ± 0.2 1.4 ± 0.04 b 3.1 ± 0.12 a 0.67 ± 0.1 b 106 ± 1.3
UR 3.6 ± 0.1 5.5 ± 0.2 1.6 ± 0.04 a 3.2 ± 0.12 a 0.68 ± 0.1 b 109 ± 5.8
control 3.6 ± 0.1 5.5 ± 0.3 1.5 ± 0.04 a 3.1 ± 0.12 a 0.59 ± 0.1 b 108 ± 5.7
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the following vinification process, each of the 16 blocks was harvested
separately. Four vines from each block were harvested and the same
vines as those for leaf sampling were used. Grapes were processed se-
parately. 16 different wines were each produced in the two experi-
mental years giving a total of 32 wines. Must weight (total soluble so-
lids in °Brix), pH and total acid (TA) of the must were analysed.
Vilification was performed at the viticulture unit of the Department of
Quality of Plant Products, Institute of Crop Science at the University of
Hohenheim, Stuttgart, Germany. Before the berries were pressed by
using a hydraulic press, they were squeezed to scratch the skin. Must
samples of approximately 40mL were taken and immediately frozen for
further analyses. Particulates (sedimented skin residues and pulp), were
removed from the must samples by centrifugation for 5min at
14.000×g. After pressing, 2 g L−1 bentonite was added and the must
was inoculated with 0.3 g L−1 yeast (Anchor Vin, 2000; S. cerevisiae). At
the end of fermentation, wines were separated from the yeast and
sulfured with 200mg L−1 potassium disulfite (K2S2O5). All wines were
stored in bottles in the wine cellar of the institute at 12 °C ambient
temperature before being tasted.

2.3.1. Oenological parameters in must and wine
The must and the wine were analysed for both experimental years.

The total soluble solids (°Brix) were measured with a refractometer
(Opton, Zeiss, Germany). Total acid (TA) and pH were measured by
means of a titrator (TiroLine easy, Schott, Mainz). The parameters lactic
acid (LA), tartaric acid (TTA) and malic acid (MA) (only for wine) and
the alcohol content were determined by high performance liquid
chromatography (HPLC) (Merck-Hitachi, Darmstadt, Germany; column

oven: Knauer Berlin, Germany). For analysis of the organic acids in the
must and wine, potassium phosphate (20mM, pH 1.5) at a flow rate of
1mLmin−1 and detection at 210 nm UV was used as the mobile phase.
The utilised separation column was a Synergi™ 4 μm Hydro-RP 80 Å, LC
column 250×4.6mm, Ea, (Phenomenex, Aschaffenburg, Germany).
For the analysis of the alcohol content in the wine, sulfuric acid (iso-
cratic, 0.05 N) at a flow rate of 0.5mLmin−1 and detection at 210 nm
UV was used as the mobile phase. The utilised separation column was a
Phenomenex Rezex™ ROA-Organic Acid H+ (8%), LC column
300× 7.8mm, Ea, (Phenomenex, Aschaffenburg, Germany) and the
utilised precolumn was a Phenomenex SecurityGuard Cartridge, Carbo-
H 4×3.0mm (Phenomenex, Aschaffenburg, Germany).

2.3.2. Wine sensory analysis
Sensory analysis of the wine was conducted from both experimental

years 2015 and 2016. The wines were evaluated twice by a trained
tasting panel during four sessions at the institute. During the first two
sessions on different days, participants evaluated the wine of the ex-
perimental year 2015 (14 participants at the 1st session and 13 parti-
cipants at the 2nd session). During the last two sessions (again on dif-
ferent days), participants evaluated the wine of the experimental year
2016 (12 participants at the 3rd session and 10 participants at the 4th
session). In total, 32 wines were tested for intensity (four different
wines in four replications) in random order. Wines were served at
ambient temperature and in clear glasses. Water was provided. The
panellists were given defined aroma attributes for evaluation. In total,
six attributes, namely four for aroma (cherry, strawberry, cassis and
elderberries) and two for flavour/odour were used. These aroma attri-
butes were scored on a five-point scale, with ‘0′ representing non-
characteristic or non-existent intensity and ‘5′ representing a high or
extreme intensity. During the whole sensory session, the panellists had
access to commercial aroma attributes, for comparison purposes.

2.4. Metabolite extraction of the leaf samples

Fresh, ground leaf material (a pooled sample of all biological re-
plicates) from the vintage 2016, (approximately 500mg) was mixed
with 1mL pre-cooled methanol:water solution (80:20 v/v). Three
technical replicates per N-form of treatment were conducted. The
samples were homogenised by being shaken vigorously for 5min and
were then stored at −20 °C overnight for protein precipitation. Each
sample was centrifuged (Heraeus Pico 21 centrifuge, Thermo Fisher
Scientific, Waltham, MA, USA) for 10min at 14 0.000×g at 4 °C. The
supernatant was filtered through a 0.22 μm sterile filter (Rotilabo syr-
inge filter PVDF sterile, pore size 0.22 μm, Carl Roth GmbH, Karlsruhe,
Germany) and stored at −20 °C until LC-MS analysis.

2.4.1. Metabolite extraction of wine samples
Wine samples from the vintage 2016 were taken from bottles one

day before measurement. From each of the 16 wines, three technical
replicates were taken and filtered through a 0.2 μm sterile filter
(Rotilabo syringe filter PVPF sterile, pore size 0.22 μm, Carl Roth
GmbH, Karlsruhe, Germany). Samples were stored at 6 °C until LC-MS
analysis.

2.5. UHPLC-MS analysis

UHPLC-MS analysis was performed by using an Agilent 1290 Ultra
Performance Liquid Chromatography system coupled to a Q-Exactive
Plus Mass Spectrometer (Thermo Fischer Scientific, Waltham, MA,
USA). Analyte separation was achieved by a Waters ACQUITY CSH C18
column (1.7 μm, 2.1 μm×150mm); the mobile phases were acetoni-
trile and water each with 0.2% formic acid for leaf samples and me-
thanol and water each with 0.2% formic acid for wine samples. The
column temperature was set to 40 °C and the auto sampler temperature
was set to 10 °C. The injection volumes used were 3 μL for leaf samples

Fig. 1. Spider plots of the sensory profile of the experimental wines from Vitis
vinifera L. cv. Regent in response to three different N-forms (CaN ; AM ; UR )
and a control ; during the two experimental years 2015 and 2016. Bold aroma
attributes indicate significant differences between these aroma attributes in the
two years 2015 and 2016. Asterisks indicate significant differences between
different N-forms within one aroma attribute and within one year. Inverse-
transformed adjusted means are shown (n= 4); MIXED MODELS p≤ 0.05.
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and 4 μL for wine samples. The flow rate for the separation mode of the
leaf samples was set to 0.30mLmin−1 and the separation mode for the
wine samples was set to 0.35mLmin−1. Mass spectrometry analysis
was performed in ESI+ and ESI- ionisation modes by using a Xcalibur
version 4.0.27.42. Data of the ESI + mode are shown.

2.6. Metabolite profiling and data processing

Data for the metabolomics workflow were analysed by using
Compound Discoverer software 3.0 (Thermo Fischer Scientific,
Waltham, MA, USA). The metabolic annotation was based on the de-
fined four levels of metabolic identification given by Sumner et al.
(2007). Individual compounds were assigned based on exact mass,
isotope pattern or either by ChemSpider (formula or exact mass) or by
an in-house mass list of common grapevine compounds based on peer-
reviewed research articles. A tentative annotation of metabolites
without a standard was based on spectral features (mass deviation <
5 ppm of the theoretical value, on isotopic pattern fit and at least one
indicative fragment ion in the MS/MS spectrum), on literature

information concerning chromatographic properties and mass spectra
records from external databases such as HMDB, KEGG and MassBank
and on an internal database including wine metabolites based on peer
reviewed literature. MS/MS data were also used for the further support
of the annotation of a few tentative marker metabolites. Thereafter, two
filter steps were carried out: the first filter settings were specified in the
program itself (Suppl. Table. 1) and the second filter settings were
based on experience (review of molecular formula, molecular mass,
retention time and peak formation) and on peer-reviewed literature.
Two additional filter criteria were added for the annotation of tentative
phenolic compounds; the molecular formula had to have a C-H-O
backbone, and the structural formula proposed by the software required
an aromatic ring (C6 carbon structure).

To obtain an overview about all regulated compounds, the results
from the grapevine leaves and wine were depicted in volcano plots
(Suppl. Fig. 1.1 for grapevine leaves and Suppl. Fig. 1.2 for wine).

Fig. 2. UHPLC-ESI-MS chromatograms under ESI + ionisation mode of the metabolic extracts from (a) grapevine leaves, control as example and (b) wine, UR as
example. The insert (a') highlights the parts of the chromatogram where different kaempferol and quercetin glycosides (mono-, di-, or tri-glycosylation) are detected.
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Table. 3a
Regulated tentative compounds in grapevine leaves of Vitis vinifera L. cv. Regent during the experimental year 2016 by using UHPLC-ESI-MS in positive
ionisation mode. Relative ratios of the generated Log2 fold changes and p-values of the three different N - forms (CaN, AM, UR) and a control are shown.
Significance is indicated by colour coding of the Log2 fold changes (significance=≥ +1/≥ −1) and

the p-values (p≤ 0.05); ANOVA (pooled samples

n= 3).

*UNKNOWN metabolites – not identified, tentative molecular mass indicated, tentative phenolic compounds were annotated based on two more filter criteria: C-H-O
backbone and aromatic ring (C6 carbon structure).

Table. 3b
Regulated tentative phenolic compounds in grapevine leaves of Vitis vinifera L. cv. Regent during the experimental year 2016 by using UHPLC-ESI-MS in positive
ionisation mode. Relative ratios of the generated Log2 fold changes and as p-values of the three different N - forms (CaN, AM, UR) and a control are indicated.
Significance is shown by colour coding of the Log2 fold changes (significance=≥ +1/≥ −1) and

the p-values (p≤ 0.05); ANOVA (pooled samples

n= 3).

Tentative phenolic compounds were annotated based on two more filter criteria: C-H-O backbone and aromatic ring (C6 carbon structure).
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2.7. Statistical analysis

Data were analysed by using SAS software (version 9.4, Cary, NC,
U.S.A.). A MIXED MODEL with a Kenward-Roger test and a significance
level of p≤ 0.05 were employed. Log-transformed and thus inverse-

transformed data were used for the parameters pHmust and alcoholwine.
For the sensory analysis of the wine, every aroma compound was
analysed separately and compared between the N-forms within one
year. Log-transformed and thus inverse-transformed data were used for
the aroma attributes odour, cherry, strawberry, cassis and elderberry.

Table. 4a
Regulated tentative compounds in wine of Vitis vinifera L. cv. Regent during the experimental year 2016 by using UHPLC-ESI-MS in positive ionisation mode.
Relative ratios of the generated Log2 fold changes and p-values of the three different N - forms (CaN, AM, UR) and a control are shown. Significance is
indicated by colour coding of the Log2 fold changes (significance =≥ +1/≥ −1) and

the p-values (p ≤ 0.05); ANOVA (pooled samples

n = 3).

*UNKNOWN metabolites – not identified, tentative molecular mass indicated; tentative phenolic compounds were annotated based on two more filter criteria: C-H-O
backbone and aromatic ring (C6 carbon structure).
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For the data analysis of leaf and wine metabolomics, an analysis of
variance (ANOVA) and a Tukey HSD test (posthoc test) with a p-value
of p≤ 0.05 were carried out by using Compound Discoverer 3.0
Software (Thermo Fischer Scientific, Waltham, MA, USA). The corre-
sponding principal component analyses (PCA; PC1 vs PC2), the volcano
plots (Log2-FoldChange: 0.5) and the heatmaps were performed with
the same Software; p≤ 0.05. The heatmaps were based on a Pearson
distance function and the hierarchical trees were calculated by the
average linkage method the normalised data were scaled before clus-
tering.

3. Results

3.1. Oenological parameters of must and wine in response to different N-
forms

No significant differences were detected in the oenological para-
meters of the must, except for pH (Table 1). The N-form CaN led to
significantly higher pH values (mean: 3.4) and the N-form UR led to
significantly lower pH values (mean: 3.2). In total the values of the
chemical attributes were higher in 2015 compared with 2016, except
for pH and must weight. Only a few significant changes were detectable
in the oenological parameters of the wine (Table 2). In the wine of
2015, the acid concentration was influenced by the N-forms. UR
treatment led to significantly higher concentrations (mean. 2.1) and AM
led to significantly lower concentrations (mean: 1.9) in TTA. In the
experimental year 2016 the chemical attributes TTA, MA and LA were
significantly influenced by the different N-forms (Table 2); UR lead to
significantly higher acid concentrations (mean: 1.6 TTA; 3.2 MA) and
CaN resulted in significantly lower concentrations (mean: 1.4 TTA; 2.9
MA). The N-form CaN (mean: 0.86) was associated with significantly
higher concentrations of LA in comparison with the other N-forms. In
total, the concentrations of the oenological parameters in 2015 were
higher compared with 2016, except for pH and alcohol.

The spider plots of the aroma profile of the various wines in 2015
(Fig. 1) showed a significant change between the N-forms CaN and UR
in the expression of the aroma attribute strawberry. The aroma profile
of the wine 2016 exhibited significant changes between the N-forms AM
and the control with regards to the expression of the aroma attribute
elderberry as well as between the N-forms CaN-UR, CaN-control and
AM-control with respect to the aroma attribute cherry.

3.2. Metabolic responses in grapevine leaves and wine of the different N-
forms

Fig. 2 shows the UHPLC-ESI-MS analyses of extracted compounds
(metabolites) from grapevine leaves (Fig. 2a) and wine (Fig. 2b).

In total, 5166 features in grapevine leaves were detected by the
Compound Discoverer software, of which 37 were significantly changed
in abundance (Log2 fold changes≥ 1 and p-value≤ 0.05, Suppl. Table.
1). Eight of these compounds belonged to the group of polyphenols
(Tables 3a and 3b). In addition, 355 unregulated phenolic compounds
were detected (see supplemental data Suppl. Table. 2.1). In wine, 5521
features were detected in total, 55 of which were changed in abundance
(Suppl. Table. 1). Seven of these compounds belonged to the group of
polyphenols (Tables 4a and b) and 125 unregulated phenolic com-
pounds were detected (data see supplemental Suppl. Table. 1.2).
UHPLC-ESI-MS data are summarised in Tables 3a and b and , Tables 4a
and b and in the supplementary material (Suppl. Tables 2.1 and 2.2).

A principal component analysis (PCA, scores plot) of the grapevine
leaves and of the wine was performed to detect the impact of the dif-
ferent N-forms on the leaves and the wine metabolome (Fig. 4a andb
and ). The purpose was to classify the data into their variability by
means of so-called principal components and thereby identify patterns
in the dataset (Ringnér, 2008; Næs et al., 2010). The technical re-
plicates (triplicates of each N-form, pooled QC samples) were clustered
together in a shared colour plot (heatmap, Fig. 4a andb and ) or in a
one-point cloud (PCA, Fig. 3ab and ), indicating high reproducibility of
the analytical method applied. The PCA of the grapevine leaves
(Fig. 3a) revealed that all N-forms could be separated from the control
by principal component one. Principal component two clearly sepa-
rated UR from the other N-forms and the control. The PCA of the wine
(Fig. 3b) revealed that all N-forms were separated from the control.
However, principal component two clearly separated the N-forms CaN
and AM. The Venn diagrams (Fig. 5a and b) also illustrated the pattern
indicated by the PCA. CaN showed the highest change of metabolite
profile compared with the control, both in leaves and in wine. In the
order of the highest number of regulated tentative metabolites was:
CaN - control > AM - control > UR – control. However, when CaN
was compared with other N-forms, this pattern for leaves slightly
changed to; CaN - UR > AM - UR > CaN - UR and for wine to; AM -
UR > CaN - UR > CaN - UR. This indicates that the N-forms CaN and
AM had similar effects on the metabolic profile of leaves and wine.

Table. 4b
Regulated tentative phenolic compounds in wine of Vitis vinifera L. cv. Regent during the experimental year 2016 by using UHPLC-ESI-MS in positive ionisation
mode. Relative ratios of the generated Log2 fold changes and p-values of the three different N - forms (CaN, AM, UR) and a control are shown. Significance is
indicated by colour coding of the Log2 fold changes (significance=≥ +1/≥ −1) and

the p-values (p≤ 0.05); ANOVA (pooled samples

n= 3).

Tentative phenolic compounds were annotated based on two more filter criteria: C-H-O backbone and aromatic ring (C6 carbon structure).
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3.3. Metabolic profiling of phenolic compounds

The peak detection data of all differentially abundant compounds
are summarised in Table 3a for grapevine leaves and in Table 4a for
wine. However, since we focused on phenolic compounds, these were
listed in separate tables (Tables 3b and 4b). We detected 8 significantly
changed phenolic components in the leaves, accounting for 24% of all
regulated metabolites (Table 3b). Six phenolic compounds could be
assigned to the group of flavonols, including three kaempferol and three
quercetin derivatives based on the precise m/z value, the deduced sum

formula and the fragmentation spectrum. For two phenolic compounds
(tentative phenolic compounds, based on the filter criteria) only the
molecular formula and the molecular mass [m/z] is provided, since the
fragmentation spectrum did not provide sufficient information for un-
ambiguous identification. The glycosylation of the detected kaempferol
and quercetin derivatives decreased with increasing retention time
(insert Fig. 2 a') and the glycosides eluted in the order Tri > Di >
Mono. Notably, only one phenolic compound increased in abundance
compared to the control based on the N treatment. In contrast, all 6
flavonols were significantly decreased in abundance by N treatment,

Fig. 3. Principal component analysis (PCA; PC1
vs. PC2) in (a) leaves and (b) wine were generated
from normalised data of regulated compounds of
the three different forms CaN ( ); AM ( ) and
UR ( ) and a control ( ); nitrogen patterns are
marked with circles, (pooled samples n=3);
p≤ 0.05.
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especially when the vines were treated with UR. Kaempferol derivatives
decreased under all forms of N fertilisation compared with the control
(Table 3b).

In the wine, we to detected 7 phenolic compounds that changed in
abundance accounting for 13% of all changed metabolites. Three of
them were identified and assigned, namely the flavanol (± ) epica-
techin and the flavonols quercetin and isorhamnetin. A highly sig-
nificant increase in the abundance of the tentative phenolic compounds,
and of (± ) epicatechin could be seen when vines were treated with
CaN and AM in comparison with the control. On the other hand, the N-
form UR caused a highly significant decrease in the abundance of the
phenolic compounds in comparison with the control. The flavonols
showed no change after any N fertilisation compared with the control.
On evaluating the differences between the various N-forms, we ob-
served that, under CaN treatment, most of the identified phenolic
compounds increased in abundance compared with treatment with
other N-forms.

4. Discussion

4.1. Quality influences on must and wine in response to different N-forms

Acid and pH are two of the most important quality factors in grapes
and wine. In addition to wine stability and microbiological control,
both parameters have an influence on organoleptic parameters (Torija

et al., 2003; Ali et al., 2009). The typical pH range for white wines and
red wines are 3.0–3.4 and 3.3–3.7, respectively. Lower values within
this range in musts are preferred because pH increases during or after
fermentation (Waterhouse et al., 2016). The UR treatment increased the
concentration of TTA (Table 2), which might have a positive effect on
the fermentation process. Similar results have been reported by Portu
et al. (2015a). Our results indicate that CaN increases the concentration
of LA. During alcoholic fermentation, malolactic fermentation con-
ducted by lactic acid bacteria produces LA (Cappello et al., 2017). We
have studied the influence of fertilised versus non-fertilised (control)
vines and of the N-forms CaN and UR on wine (Fig. 1). The two men-
tioned N-forms showed the highest difference in the evaluation of the
aroma attributes. The results of the oenological parameters and the
sensory evaluation seem to support the controversially discussed hy-
pothesis that N fertilisation does indeed influence the sensory attributes
as reviewed by Bell and Henschke, 2005. However, the N-forms CaN
and AM also appear to influence the wine sensory profile, leading to
individual fruity tasting nuances. Furthermore, a difference can be seen
between the experimental years. The vintage effect and thus the unique
climate conditions are known significantly to influence fruity aroma
composition (Robinson et al., 2014).

4.2. Metabolic changes in grapevine leaves and wine

The metabolite profiling of grapevine leaves and wine, suggests that

Fig. 4. Clustered heatmaps of the regulated compounds of (a) grapevine leaves and (b) wine of Vitis vinifera L. cv. Regent during the experimental year 2016.
Individual metabolites are represented by rows and N treatments are represented by columns (CaN, AM, UR and a control). Heatmap visualisation of metabolomic
differences is based on the relative amount (by area) in a given N sample. Green: downregulation of the metabolite; red: upregulation of the metabolite. Hierarchial
clustering was formed by Pearson's distance function. Hierarchial trees were calculated by the average linkage method (pooled samples n= 3); p≤ 0.05. Each
rectangle represents the relative amount (by area) of a particular compound in a given N sample (CaN, AM, UR and control). The dendogram, represents the distance
or similarity between samples. Clusters, define a site characteristic reaction pattern between the N-forms or between the compounds. (For interpretation of the
references to colour in this figure legend, the reader is referred to the Web version of this article.)
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fertilisation with CaN, AM or UR has a significant influence on the
grapevine metabolome. In general, CaN had the greatest impact on the
metabolite profile in leaves and in wine (Fig. 5a and b), followed by AM
and UR. After AM and UR treatment, the tentative phenolic compounds,
show a comparable pattern (Tables 3b and 4b). As mentioned above,
the N-forms CaN and AM are similar in their regulation pattern. No-
tably, UR treatment mainly leads to a decreased abundance of meta-
bolites in leaves and wine. In contrast, CaN and AM mainly increase the
abundance of metabolites in leaves but, decrease the metabolites in
wine, especially the tentative phenolic compounds. Nevertheless, the
extent of the abundance change was dependent on the compound itself.
Leser and Treutter (2005) have measured a significant reduction of
phenolic compounds upon treatment with increasing N amounts and
conclude a reduction in flavonoid biosynthesis because of high N supply
in apple leaves. Portu et al. (2015b) have found similar results in wine.
The annotated polyphenols in the leaves and wine (Tables 3b and 4b)
are mainly flavonoids and not only belong to a subgroup of flavonols,
involved in the co-pigmentation process of anthocyanins in red berries,
but also have a high antioxidant and free radical scavenging activity.
Flavonols in leaves and berries can also serve as UV protectors (Castillo-
Muñoz et al., 2007; De Rosso et al., 2014) that can be increased by the
N fertilisation rate. (± ) Epicatechin belongs to the flavanols (flavan -3-
ols), also named condensed tannins; they are important contributors to
wine stability and organoleptic properties such as body and mouth-feel
(Downey et al., 2006; Teixeira et al., 2013).

Nitrogen also increases vegetative growth, which in turn has an
influence on the ripening of the grapes and thus has an effect on quality.
Delayed maturity affects the biochemical composition of the berry
(Lang et al., 2018) and thus affects the formation of aroma compounds

and taste. These effects are based on changes in flavonoid metabolism
attributable to a possible imbalance or a competition for sugar between
leaf and berry (Braidot et al., 2008). This implies that a higher supply of
N might shift the sink: source ratio in favour of plant biomass and that
therefore less sugar is available for the berry. As a result, less aroma
precursors accumulate in the berries. Since, in the present experiment,
the same amount of total N was applied in all N treatments, we consider
that the differences in the metabolic profile, especially the phenolic
compounds, are based on the different uptake or utilisation capacity of
the different N-forms. Nitrate and ammonium are major N sources for
the grapevine (Lang et al., 2018; Loulakakis and Roubelakis-Angelakis,
2001). Their uptake is an active process driven by root-based mem-
brane transporters such as NRT for nitrate or AMT for ammonium (Goel
and Singh, 2015). In contrast to nitrate and ammonium, the uptake
process for urea is still under debate; it can be absorbed both actively
and passively by the plant (Witte, 2011). In their study on the effects of
the growth conditions of grapevines, including defoliation, Rossouw
et al. (2018) showed that polyphenols and other products of the shi-
kimate pathway are affected through N availability. Therefore, we
suggest that UR might be available to a lower extent for the vine root
compared with CaN and AM. In addition, we assume that the different
N-forms may trigger the induction of specific phenolic biosynthesis
such as the shikimate and the phenylpropanoid pathways, to a different
metabolic extent.

To our surprise, a higher number of metabolites in wine were af-
fected by the different N-forms than in the leaves. We think that this is
because large part of the N that occur in must and, that is used for
fermentation, the so-called yeast-assimilable nitrogen (YAN), is meta-
bolised by the yeast. Therefore, more significant differences are

Fig. 4. (continued)
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detectable, especially in the N forms CaN and AM, because of their
better plant availability. We assume that CaN and AM provide sig-
nificantly more N for the yeast cultures than UR. However, as rosé
wines were used in the present work, the number of detectable phenolic
compounds is lower compared with those in red wine but is higher than
those in white wine (Sun et al., 2007). Furthermore, the maceration
stage was shortened and thus less polyphenols were able to diffuse from
the berry skin into the must. In general, a comparison between leaf and
wine might be difficult as the wine is berry juice, which has gone
through several processes. Nevertheless, in our experiment, we have
been able to detect an influence of fertilisation with different the N-
forms on the vines with respect to the phenol composition of the wine
and thus their influence on the organoleptic and sensory properties of
the wine.

5. Conclusion

Fertilisation with different N-forms such as calcium nitrate, am-
monium or urea influences the metabolite profile in grapevine leaves
and the sensory attributes of the resulting wine. The quality of must and
wine and, the sensory profile of the wine, show greater changes be-
tween fertilised and non-fertilised vines and between the N-forms CaN
and UR. The metabolic changes found in leaves are less pronounced
than those in wine. The N-forms CaN and AM are similar in their

regulation pattern. UR mainly decreases the metabolites and phenolic
compounds in leaves and in wine, whereas CaN and AM mainly de-
creases the phenolic compounds in the leaves but increases phenolic
compounds and the tentative phenolic compounds of wine. These
phenolic components influence the organoleptic and sensory properties
of wine. Based on our results, we conclude that CaN and AM fertilisa-
tion might have a positive effect on wine quality compared with the
application of UR.
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