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The authors have been made aware of an error in Figure 2 and 3 and
legend of Figure 3 at the “Materials and methods” section. Figure 2 and
3 have been modified as the new one, and the legend of Figure 3 should
be “Increasing number of publications on maize GWAS since the release
of the B73 reference genome. The y-axis is the years of publication, and
x-axis is the number of publications. All the publications are searched

from the NCBI PubMed, using the terms “maize” and “genome-wide
association study”. (Xiao Y, Liu H, Wu L, Warburton M, Yan J. Genome-
wide Association Studies in Maize: Praise and Stargaze. Mol Plant. 2017
Mar 6; 10 (3):359–374. https://doi.org/10.1016/j.molp.2016.12.008.
Epub 2016 Dec 27.)”.
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Figure 3: The authors would like to apologise for any inconvenience caused.

J. Jiang, et al. Plant Physiology and Biochemistry 142 (2019) 536–537

537


	Corrigendum Investigation and development of maize fused network analysis with multi-omics [Plant Physiol. Biochem. 141 (2019) 380-387]



