
Contents lists available at ScienceDirect

Journal of Virological Methods

journal homepage: www.elsevier.com/locate/jviromet

Corrigendum to “Genetic identification of two Acipenser iridovirus-
European variants using high-resolution melting analysis” [J. Virol. Methods
265 (2018) 105-112]
Laurane Pallandrea,⁎, Mélanie Lesneb, Claire de Boissésonc, Amélie Charrierb, Patrick Danielb,
Arthur Tragnand, Bastien Debeufe, Valérie Chesneauf, Laurent Bigarréa
a Laboratoire de Ploufragan-Plouzané, ANSES, Technopole Brest Iroise, 29280, Plouzané, France
b Laboratoires des Pyrénées et des Landes, 40004, Mont-de-Marsan, France
c Laboratoire de Ploufragan-Plouzané, ANSES, rue des fusillés, 22440, Ploufragan, France
dGroupement de Défense Sanitaire Aquacole Aquitain, 40004, Mont-de-Marsan, France
e SCEA Sturgeon, 17240, Saint-Fort-sur-Gironde, France
f Les Esturgeons de l’Adour, 32400, Riscle, France

The authors regret to inform that, inadvertently, they introduced a
mistake on page 106, in the ‘HRM analysis’ chapter. The size of the PCR
product is 80 bp, not 102bp. The correct sentence is thus:

The forward oPVP440 (5′ GTCTGAGGCCTTTGATGCAG 3′) and re-
verse oPVP441 (5′ AGCGCTTTCAACATTCAACTT 3′) primers were

designed to generate a 80 bp PCR product from the MCP gene, en-
compassing the variable region containing the SNPs.

This mistake has no impact on the results. The authors would like to
apologise for any inconvenience caused.
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